Page 1

Asp (14)

Chi1-Chi2 plots
file
Asn (4)

Arg (-)

PROCHECK

180 270 360

Chi-1

90

360

270

Chi-1

360

270

Chi-1

o (@)
T T T % T T T % T T T
| | | | | | | | |
| | | I | I | | B |
o A I [ | omiln g L L " %“l -
o | T 0 0 T
iy ” e , , e g , -
I | | | I | | | I
| | | =~ I | | 't | | |
| | | N | | | N | | |
I | o o 9\ | I o (Q\ | | |
ol N Lo e 2 S—r 0 L. i s | S| ST S L _ S .
el ” . < S TR s gl .
| | | = n | | | = | | |
e <
| | | | | | | | |
| | | O G | | | (@) -~ | | |
| | | 19 | | | 19 | | |
| | | R | | | R | | |
y—- - ___ —— — _ _ . I I - — Sps. = — S R N le == = N e
| | I | I | | | |
| | | | | | | | |
| | | | | | | | |
— T — o T T — o T 1 —
g8 g 8 8 2 & 8 8 8 & 8 8
» N - © o ) N - © o » N = ©
T T T % T T T % T T T
| | | | I u, | | |
| | | I | | | | |
| | | | | | | | |
\\\JDT \\\\\ = | O - e AR a1 F0m ,\D \\\\\ ED\\\\\,\\\\
g | | o | | | o | I |
I | | N | I | N | | = |
~N ~N
| | | | I I | | |
| | I —_ I | | —~~ | | |
| | | N~ | o | O | | |
I I | ~ | O | | I I
| RS e 2 | h el rmf@\\\\\ﬂw\\loOo )| |
| | | — c | | | b R | | |
| | | | —_— | | | | (D] | | |
| | | = O | | | = =| | ” ”
| | | O | | | O | | |
| | | 19 | | | 19 | | |
I I | 9 | | | R | | |
| | e L . . - _ L L o - — _ _ 8 - _ e
| | | | | | | o/ |
| | | | | | | | |
| | | I | | | | |
N S - o S o T & S ) -
© ~ o] % © ~ @ % Q ~ o] %
™ N — o ™ ~N — o [32] N —
T T T % T T T % T T T
| | | | | | | | |
| | | | | | | | |
- &1 |- - - b= | - -
| I | (< ! | | (< | | |
| | | N | | | N | | |
N N
| I | | | | | | |
| I | —~ | | | — | | |
I I | (q\] | I I N~ I I I
| I | ~ | | | ~ | | I
| | I Q I | O L | g | I
\\\\\\\\\\\\\\\\\\\\\\ -0 | Nmes o 0 _ N | & I — — e _ _ESEEEEe
Y n
| | I = | | 1 = | | o0
| | I f | | | f — | | |
i ” | £ O ! ” | & T| | ” ”
| | | (@) | | | @) | | |
| | | 19 | | | 19 | | |
| | | R | | | © | | |
R, | S ) | B S B D B N —_ C = _ _ D e
| I | | | | I | |
| | | | | | | | |
| | | | | | | | |
- T T T - O T T T - o T T T -
2 g 8 8 g 8§ 8 =8 g & 8 8
[32] N — ™ N - ™ N -

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled.
Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better.
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Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better.

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled.
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